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Transcriptome-wide spatial RNA profiling maps the
cellular architecture of the developing human neocortex
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Spatial proteogenomics reveals distinct

and evolutionanly conserved hepatic
macrophage niches
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Single-cell transcriptomics of human embryos
identifies multiple sympathoblast lineages with
potential implications for neuroblastoma origin
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A case report of clonal EBV-like memory CD4+
T cell activation in fatal checkpoint inhibitor-
Induced encephalitis
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Visualizing in deceased COVID-19 patients how
SARS-CoV-2 attacks the respiratory and olfactory
mucosae but spares the olfactory bulb
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