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1. Cell Segmentation

Image Processing & Data Analysis Workflow

Segment cell using automated I
methods(Cellpose)

2. Batch Image Processing

Create .csv key (User Inputs)
ii. Remove background and threshold

lii. Run Imaegel macro to generate
Gene x Cell matrix
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+

7ip nnnl‘nlning ROl
+

L5V key containing:
— - Roling Bal Radius —-
- Minimum Threshold

- Average Paricle Size
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Macro Workflow

Buvhyround subilraulion
(Raofing Bal Radius from kay)

Threshold
(Miririm Threshold from key)

Arca Fraction ;'neasurumenh

Particle Count calculations
(Average Particle Size from key)

Save summary .csv
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3. Analysis

Analyze and create spatial

visualizations and distribution
plots of data (R)
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Cell Segmentation

Whole Cell Signal

Nucleus Segmentation

Nuclear Signal

Cytoplasmic Signal

Manual

Cellpose

Corrected Cellpose

Counting Method

Corrected
Manual' Cellpose’' Cellpose

Count 38 (11) 37 (13) 38 (13)
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V1 Cortex Metand SLC17a7 Log-Normalized Coexpression

Rostral-Caudal Axis

V1 Cortex Sic17a7 Expression
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